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19 December 2020  

 
On 14 December 2020, authorities of the United Kingdom (UK) reported that a SARS-CoV-2 variant has 
been identified through viral genomic sequencing in 1,108 individuals as of 13 December 2020.  
 
Given the identified variant strain can be dated back to September 2020 in UK, it is likely this virus is 
circulating elsewhere.  
 
Further studies are needed to characterize if this variant strain is different in terms of virulence, 
transmissibility, and other characteristics.  
 
 Given the many factors that contribute to transmission dynamics, there is not sufficient evidence yet to 
support that this strain or any other particular strain or mutation might be fully associated to an 
increased infectivity pattern or virulence or vaccine efficacy. Therefore, more large-scale population 
studies are required in addition to the genomic surveillance of SARS-CoV-2. However, given the intense 
transmission and rapid spread in areas where the variant SARS-CoV-2 strain has been found, UK is 
undertaking further investigations. 
 
The UK government has reported that there is no evidence at this stage to suggest the Covid-19 vaccines 
currently being rolled out across the country will not work against the new variant of coronavirus. 
 
 
Note from PAHO/WHO 

All viruses, including the SARS-CoV-2, change over time. There have so far been hundreds of variations 
of this virus identified worldwide and PAHO/WHO have been following them closely.  So far, most 
changes of this virus have had little to no impact on how it transmits or the severity of disease it causes.  
 
Since the initial genomic characterization of SARS-CoV-2, the virus has been divided into different 
genetic groups or clades. The occurrence of mutations is a natural and expected event within the 
evolution process of the virus. In fact, some specific mutations define the viral genetic groups currently 
circulating globally.   
 
Although some specific mutations have been associated to a potentially increased infectivity in vitro 
(and in some animal models), these experimental findings may not accurately reflect the effect of 
variants on virus transmissibility within the human population. In fact, evidence indicates that the SARS-
CoV-2 viral variants identified to date have a much lesser influence on the transmissibility and severity 
of COVID-19 than other risk factors, such as age, underlying conditions, or even social behavior and 
attachment to Public Health measures. 
 
WHO Advice 
 
The preliminary findings by the United Kingdom signal the broader issue of SARS-CoV-2 virus 
mutations, and WHO  underscores the importance of prompt sharing of epidemiological, virological, and 
full genome sequence information with other countries and research teams, including through open-
source platforms such as GISAID and others. 
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WHO advises that further virological studies be conducted to understand the specific mutations 
described by the United Kingdom and other countries to further investigate any changes in the function 
of the virus in terms of infectivity and pathogenicity.  
 
WHO advises all countries to increase the sequencing of SARS-CoV-2 viruses where possible and sharing 
of sequence data internationally, in particular, to report if the same mutations of concern are found. 
 
WHO would like to draw the attention on the concern about the reported loss of performance of PCR 
assays that target the spike (S) gene of the virus. Laboratories using commercial PCR kits for which the 
targeted viral genes are not clearly identified in the manufacturer’s instructions are advised to contact 
the manufacturer for more information. Laboratories using in-house PCR assays that target the S gene 
of the virus should also be aware of this potential issue. 
 
In order to limit the impact on the detection capacities in the countries, an approach using different 
assays in parallel or multiplex assays targeting different viral genes is also recommended to allow the 
detection of potential arising variants. 
 
It is important to remind communities and health workers of the basic principles to reduce the general 
risk of transmission of acute respiratory infections: 
 

• Avoiding close contact with people suffering from acute respiratory infections. 
• Frequent hand-washing, especially after direct contact with ill people or their environment. 
• Avoiding unprotected contact with farm or wild animals. 
• People with symptoms of acute respiratory infection should practice cough etiquette (maintain 

distance, cover coughs and sneezes with disposable tissues or clothing, and wash hands). 
• Within healthcare facilities, enhance standard infection prevention and control practices in 

hospitals, especially in emergency departments. 
 
WHO recommends the health measures as listed above for all travelers, including to and from the United 
Kingdom. In case of symptoms suggestive of acute respiratory illness either during or after travel, 
travelers are encouraged to seek medical attention and share their travel history with their health care 
provider. Health authorities should work with travel, transport, and tourism sectors to provide travelers 
with information to reduce the general risk of acute respiratory infections, via travel health clinics, travel 
agencies, conveyance operators, and at points of entry. 
 
WHO has provided interim guidance for COVID-19 (see references below). 
 
WHO advises against the application of any travel or trade restrictions for the United Kingdom based on 
the information currently available on this event. 
 
For more information on detection of a SARS-CoV-2 variant in United Kingdom, please see: 
 

• Government of United Kingdom. Statement from Chief Medical Officer, Professor Chris Whitty 
about new strain of Covid-19. Available at: 
https://www.gov.uk/government/news/statement-from-chief-medical-officer-professor-
chris-whitty-about-new-strain-of-covid-19 

https://www.gov.uk/government/news/statement-from-chief-medical-officer-professor-chris-whitty-about-new-strain-of-covid-19
https://www.gov.uk/government/news/statement-from-chief-medical-officer-professor-chris-whitty-about-new-strain-of-covid-19
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• Government of United Kingdom. PHE investigating a novel strain of COVID-19.  

Available at: https://www.gov.uk/government/news/phe-investigating-a-novel-strain-of-
covid-19 
 

• WHO. WHO Event Information Site - United Kingdom | COVID-19 
    Event Update 2020-12-18 (Only for IHR, National Focal Points) 

 

Links regarding COVID-19 

• Global Initiative on Sharing Avian Influenza Data (GISAID). Available at 

https://www.gisaid.org/ 

 

• WHO Novel coronavirus (COVID-19). Available at: 

https://www.who.int/emergencies/diseases/novel-coronavirus-2019 

 

• WHO Technical interim guidance for novel coronavirus. Available at: 

https://www.who.int/health-topics/coronavirus 

 

• WHO travel advice for international travel and trade in relation to the outbreak of pneumonia 

caused by a new coronavirus in China. Available at: https://www.who.int/ith/2020-

0901_outbreak_of_Pneumonia_caused_by_a_new_coronavirus_in_C/en/ 

 

• WHO Novel Coronavirus (COVID-19) situation reports. Available at: 

https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports 

 

• WHO Dashboard for Novel coronavirus (COVID-19). Available at: 

http://who.maps.arcgis.com/apps/opsdashboard/index.html#/c88e37cfc43b4ed3baf977d77

e4a0667 

 

• PAHO/WHO. Technical Note: SARS-CoV-2 genomic characterization and circulating variants in 

the Region of the Americas. Available at: https://www.paho.org/en/documents/technical-

note-sars-cov-2-genomic-characterization-and-circulating-variants-region 

 

 

 

https://www.gov.uk/government/news/phe-investigating-a-novel-strain-of-covid-19
https://www.gov.uk/government/news/phe-investigating-a-novel-strain-of-covid-19
https://nam12.safelinks.protection.outlook.com/?url=https%3A%2F%2Fextranet.who.int%2Fihr%2Feventinformation%2Fevent%2F2020-e000473&data=04%7C01%7Cihr%40paho.org%7Ce76ca08a130f4ce21f1b08d8a384d97c%7Ce610e79c2ec04e0f8a141e4b101519f7%7C0%7C0%7C637439138294196402%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=zySBzXCodr9IvNzRTl5Tf1VlXetZiNYwQ5qMLAg77Dk%3D&reserved=0
https://nam12.safelinks.protection.outlook.com/?url=https%3A%2F%2Fextranet.who.int%2Fihr%2Feventinformation%2Fbulletin%2F39497-event-update-2020-12-18&data=04%7C01%7Cihr%40paho.org%7Ce76ca08a130f4ce21f1b08d8a384d97c%7Ce610e79c2ec04e0f8a141e4b101519f7%7C0%7C0%7C637439138294206395%7CUnknown%7CTWFpbGZsb3d8eyJWIjoiMC4wLjAwMDAiLCJQIjoiV2luMzIiLCJBTiI6Ik1haWwiLCJXVCI6Mn0%3D%7C1000&sdata=9g0QmJzDeBmHQTL4V4%2FCf7kygTiZb%2F6RfC3qhw2uhpg%3D&reserved=0
https://www.gisaid.org/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019
https://www.who.int/health-topics/coronavirus
https://www.who.int/ith/2020-0901_outbreak_of_Pneumonia_caused_by_a_new_coronavirus_in_C/en/
https://www.who.int/ith/2020-0901_outbreak_of_Pneumonia_caused_by_a_new_coronavirus_in_C/en/
https://www.who.int/emergencies/diseases/novel-coronavirus-2019/situation-reports
http://who.maps.arcgis.com/apps/opsdashboard/index.html#/c88e37cfc43b4ed3baf977d77e4a0667
http://who.maps.arcgis.com/apps/opsdashboard/index.html#/c88e37cfc43b4ed3baf977d77e4a0667
https://www.paho.org/en/documents/technical-note-sars-cov-2-genomic-characterization-and-circulating-variants-region
https://www.paho.org/en/documents/technical-note-sars-cov-2-genomic-characterization-and-circulating-variants-region

